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Analyses of Tremella aurantialba (Tremellaceae) and Its Analog 
Species Inferred from ITS Sequences 


LIU Chun-Hui, QU Wei-Jing _, ZHANG Wen 
( School of Life Science, | East China Normal University, Shanghai 200062, China) 


Abstract: ТОМА ITS ( 1151 and ITS2) fragments of the basidiocarps, anamorph blastospores and mycelia isolates from 
Tremella aurantialba were amplified by PCR and then were sequenced . The results showed that ITS fragment of basidio- 
carps contained two bands with different number of bases: one was identical with ITS sequences of the anamorph blastospore 
isolates, and another was identical with ITS sequences of the mycelium isolates . Phylogenetic analysis based on ITS1 and 
ITS2 sequences indicated that the anamorph blastospore isolates is Tremella aurantialba and the mycelia isolates, the host 
fungus of T. aurantialba, is Stereum hirsutum . Phylogenetic trees were constructed by using sequences of T. aurantialba 
and those of its analog species Т. aurantia, Т. encephala and Т. mesenterica in GenBank . АП the results revealed that 
T. auantialba is an independent species, which is consistent with the morphological evidence . 


Key words: Basidiocarps; Tremella, Stereum; ITS sequences; Identity 
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HH: BARE ЕЕЕ Е ss Bm H M: n gs d Вар ШШЕН 
1 ITS G«C 
Table 1 Lengths (bp) and G+ C% of ITSI and ITS2 of strains 
ITS1 ITS2 5.8SrDNA Total ITS 

Material Size/ bp G+C(%) Size/ bp G+C(%) Size/ bp G+C(%) Size/ bp G+C(%) 
Al 110 41.82 199 49.25 158 43.67 467 45.61 
A13 110 41.82 199 49.25 158 43.67 467 45.61 
A3 187 44.92 210 49.05 158 46.20 555 46.85 
А10 187 44.92 210 49.05 158 46.20 555 46.85 
A12 187 45.45 203 51.72 158 46.20 548 47.99 

2 T.aurantialba GenBank ITSI ITS2 GenBank 












































































































































Table 2 Base composition and accessions of ITSI, ITS2 from T. aurantialba and its analog species from GenBank 




















A (96) T (95) C (95) G (96) ACCESSION 
Species ITS1 ITS2 ITS1 ITS2 ITS1 ITS2 ITS1 ITS2 No. (GenBank) 

T. aurantialba 29.09 20.60 29.09 30.15 24.55 25.63 17.27 23.62 DQ4001 04 
T. aurantia CBS6965 27.27 21.11 29.09 30.65 24.55 25.13 18.18 23.12 AF444315(O 
T. encephala CCJ925 35.71 21.28 26.79 28.19 22.32 28.19 15.18 22.34 AF042404 9? 
T. encephala CCJ89 7 35.711 20.74 27.68 28.72 21.43 27.66 15.18 22.87 AF042402 (9) 
T. mesenterica CBS6973 33.02 20.90 18.87 17.51 21.70 36.72 26.42 24.86 AF042448 9 
T. mesenterica СВЅ6974 33.33 20.45 19.05 17.05 21.90 37.50 25.711 25.00 AF042443 (9) 
T. microspora BPI702328 29.09 20.60 29.09 31.16 24.55 25.63 17.27 22.61 AF042435 O 
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3 Т. aurantialba S. hirsutum GenBank 
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Table 3 Base composition and accessions of ITS1, ITS2 from S. hirsutum ( specific-host of T. aurantialba ) and its analog species in GenBank 














































































































































































































A (%) T (%) C (%) G (96) ACCESSION 
Species ITS1 ITS2 ITS1 ITS2 ITS1 ITS2 ITS1 ITS2 No. (GenBank ) 
S. hirsutum A3 25.67 18.10 29.41 32.86 25.67 24.29 19.25 24.76 004001 06 
S. hirsutum A10 25.67 18.10 29.41 32.86 25.67 24.29 19.25 24.76 DQ4001 06 
S. hirsutum A12 25.67 16.75 28.88 31.53 26.20 25.62 19.25 26.11 DQ404323 
S. hirsutum AFTOL-ID492 25.67 16.75 29.41 31.53 25.67 25.62 19.25 26.11 AY854063® 
S. sanguinolentum 24.88 17.41 26.37 30.85 27.36 26.37 21.39 25.37 AY089730(9 
S. sanguinolentum WRCF-B12 24.88 17.41 26.37 31.34 27 .36 25.87 21.39 25.37 AF21 8400 9) 
S. sanguinolentum olrim37 24.87 17.41 25.89 30.85 27.92 26.37 21.32 25.37 AY618670(9 
G GenBank | 
4 ITS (Kimura 2-parameter) 
Table 4 The genetic distances between paired species analyzed ( Kimura 2-parameter) of ITS sequence variaiton 
1 2 3 4 5 6 7 

1 T. aurantialba А1 c 

2 T. aurantia CBS6965 0.030 — 

3 T. microspora BPI702328 0.033 0.016 = 

4 T. mesenterica CBS6974 0.682 0.688 0.724 — 

5 T. mesenterica CBS6973 0.667 0.673 0.708 0.004 = 

6 T. encephala CCJ925 0.078 0.071 0.082 0.805 0.800 — 

7 T. encephala CCJ897 0.082 0.075 0.086 0.779 0.774 0.010 — 
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Г, microspora BPIT02328 
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Fig. 1 Strict consensus tree of Tremella aurantialba and its analog 
species deduced from ITS1 + ITS2 sequence data . Bootstrap values 
(96 of 100 replicates) are calculated by maximum parsimony 


method, СІ = 0.9744, КІ= 0.9722, RC = 0.9473 
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Fig.2 Strict consensus tree of host Stereum hirsutum deduced from 
ITS1 + ITS2 sequence data . Bootstrap values (96 of 100 replicates) 
are calculated by maximum parsimony method, СІ = 0. 9737, 


RI = 0.9808, КС=0. 955 
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